The presence and detection of severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) in sewage promises to be a sensitive tool to monitor the circulation of the virus in the population.^[@ref1],[@ref2]^ Researchers around the globe are currently optimizing and testing the protocols and methodology involved for sewage surveillance.^[@ref3],[@ref4]^ Their first and foremost aim is to develop a robust system which can detect and warn of a resurgence of cases earlier than clinical diagnostic tests.^[@ref2]−[@ref4]^

As activities in this area of research accelerate, it is opportune to consider the urgency and importance of storing and archiving sewage and wastewater samples.^[@ref5],[@ref6]^ Archived samples may be instrumental in answering research questions unforeseen at the time of sampling, so the immediate preservation of sewage samples for subsequent studies is crucial. For example, phylogenetic analysis of sequences recovered from sewage to infer viral ancestry is on the horizon,^[@ref7]^ and archived sewage samples may well be vital to trace the spread of the virus retrospectively. As posited by Cary and Fierer^[@ref5]^ analytical techniques available for data generation tend to become more sensitive over time, and the techniques to detect SARS-CoV-2 in sewage appear to be a case in point.^[@ref1]−[@ref4],[@ref7]^

In Switzerland, EAWAG has a collection of samples from the time of the SARS-CoV-2 eruption in the country early in 2020, stored at −20 °C for later analysis.^[@ref4]^ It seems conceivable that even more comprehensive collections are in storage elsewhere globally, both in the water industry and academia. There is currently a trend to sequence the microbial communities in wastewater treatment systems worldwide, and the associated sewage samples underlying these endeavors may well prove valuable in new and unexpected ways.^[@ref8],[@ref9]^

The precedent is already there: previously archived historical samples have been used in ways not foreseen at the time of sampling, to shed new light on the development and spread of antibiotic resistance genes in soils.^[@ref6],[@ref10],[@ref11]^ Thus, store your historical sewage samples and keep them available for reanalysis to retrospectively track and trace the causative agent of COVID-19.
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